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CORRECTION Open Access
Correction to: Comparative genome
analyses of four rice-infecting Rhizoctonia
solani isolates reveal extensive enrichment
of homogalacturonan modification genes
Da-Young Lee1†, Jongbum Jeon2,3†, Ki-Tae Kim4, Kyeongchae Cheong2,3, Hyeunjeong Song2,3, Gobong Choi2,3,
Jaeho Ko2,5, Stephen O. Opiyo6, James C. Correll7, Shimin Zuo8, Sheshu Madhav9, Guo-Liang Wang1* and
Yong-Hwan Lee2,3,5,10*
Correction to: BMC Genomics 22, 242 (2021)
https://doi.org/10.1186/s12864-021-07549-7
Following publication of the original article [1], it was
reported that there was an error in the affiliations of
Yong-Hwan Lee. The given affiliations for Yong-Hwan
Lee were 2, 3, 4, and 10, but should be 2, 3, 5, and 10.
The original article has been corrected.
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